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Staff
A comprehensive list of all employees and affiliated personnel at CPR during 2013, organized by research program and 
group. The list also includes employees that left or joined CPR in 2013.

Disease Mechanism Biology 
Program
Jiri Lukas
Program Director

Chromosome Stability  
and Dynamics 
Jiri Lukas
Group Leader, Professor

Claudia Lukas 
Associate Professor

Dorthe Helena Larsen 
Postdoc

Kai Neelsen 
Postdoc

Luis Toledo Lazaro 
Postdoc

Matthias Altmeyer 
Postdoc

Ronni Sølvhøj Pedersen
PhD Student

Thorkell Gudjónsson
PhD Student

Maj-Britt Druedahl Rask
Technician

Merete Grøfte
Technician

Andreas Willems
Laboratory Assistant

Chromatin Structure  
and Function 
Jeremy Austin Daniel
Group Leader, Associate Professor

Andreas Mund
Postdoc

Su Dan
Postdoc

Linda Starnes
Postdoc

Laura Pikkupeura
Master Student

Rebeca Soria Romero
Technician

Mette Flinck
Laboratory Assistant

Mitotic Mechanisms and  
Regulation 
Jakob Nilsson
Group Leader, Associate Professor

Daniel Geoffrey Hayward 
Postdoc

Thomas Kruse 
Postdoc

Garry Gray Sedgwick 
Postdoc

Gang Zhang 
Postdoc

Tiziana Lischetti 
Postdoc

Julie Schou 
PhD Student 

Marie Sofie YooLarsen
PhD Student

Jamin Hein
PhD Student

Stephanié Holstein-Rathlou
Laboratory Assistant

Ida Marie Boisen
Laboratory Assistant

Molecular Endocrinology 
Amilcar Flores-Morales 
Group Leader, Professor 

Diego Iglesias-Gato
Postdoc

Indranil Paul
Postdoc

Kim Hjorth-Jensen
Postdoc

Charlotte Svensson
PhD Student

Anne-Sophie Fenger 
Bachelor Student

Matilde Hyldig
Laboratory Assistant

Ubiquitin Signaling  
Niels Mailand
Group Leader, Professor

Tina Thorslund
Associate Professor

Mads Gyrd-Hansen
Associate Professor

Simon Bekker-Jensen
Associate Professor

Berthe Fiil
Postdoc

Lou Klitgaard Povlsen
Postdoc

Sara Lund Poulsen
Postdoc

Godelieve Smeenk
Postdoc

Petra Schwertman
Postdoc

Ian Gibbs-Seymour
Postdoc

Yasuyoshi Oka
Postdoc

Anita Ripplinger
PhD Student

Anna Mosbech
PhD Student

Bine Hare Villumsen
PhD Student
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Maria Poulsen
PhD Student

Maxim Tollenaere 
PhD Student

Rebecca Kring Hansen
PhD Student

Rune Busk Damgaard
PhD Student

Saskia Hoffmann
PhD Student

Stine Smedegaard
PhD Student

Louise Aagaard Nilausen
Master Student

Rikke Høgh
Bachelor Student

Christina Råe Hansen
Laboratory Assistant

Protein Science Facility
Mats Wikström
Group Leader, Associate Professor

Werner Streicher
Academic Coordinator

Giuseppe Cazzamali
Academic Coordinator

Tobias Gustavsson
Academic Coordinator

Tine Kragh Nielsen
Academic Coordinator

Irina Pozdnyakova
Academic Research Technician

Diana Huttner
Postdoc

Jesper Langholm Jensen
Postdoc

Magdalena Wiesniewska
Postdoc

Andrea Lages Lino Vala
Postdoc

Stefan Kol
Postdoc

Carl Diehl
Postdoc

Ganesha Pandian Pitchai
PhD Student

Anne Sofie Wanscher
PhD Student

Sofia Møller
Master Student

Diana Skousborg Larsen
Technician

Havva Koc
Technician

Mia Funk Nielsen
Technician

Tasja Ebersole
Technician

Khalid Pardes
Technician

Christina Lenhard
Technician

Marina Jeppsson
Technician

Michael Ross Williamson
Technician

Mille Egeberg Ottosen
Laboratory Assistant

Protein Imaging Facility
Jutta Maria Bulkescher
Technical Assistant

Disease Systems Biology  
Program
Søren Brunak
Program Director, Professor 

Translational Disease Systems 
Biology 
Søren Brunak
Group Leader, Professor 

Pope Mosely
Professor

Thomas Blicher
Associate Professor

Thomas Frimurer
Associate Professor

Anders Boeck Jensen
Postdoc

Kasper Harpsøe
Postdoc

Peter Bjødstrup Jensen
Postdoc

Sabrina Gade Ellesøe 
PhD Student

Christian Simon 
PhD Student

Kalliopi Tsafou
PhD Student

Michael Lückmann
Master Student

Isa Kirk
Research Assistant

Andreas Bok Andersen
Research Assistant

Piotr Dworzynski
IT Programmer

Cellular Network Biology 
Lars Juhl Jensen
Group Leader, Professor

Sune Pletscher-Frankild
Assistant Professor

Heiko Horn
Postdoc

Jan Refsgaard Nielsen
PhD Student

Alberto Santos Delgado
PhD Student
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Proteomics Program 
Matthias Mann 
Program Director, Professor

Mass Spectrometry for  
Quantitative Proteomics
Jesper Velgaard Olsen, 
Group Leader, Professor

Alicia Lundby
Postdoc

Chiara Francavilla
Postdoc

Christian Kelstrup
Postdoc

Louise Knudsen
Postdoc

Louise von Stechow
Postdoc

Omid Hekmat
Postdoc

Ida Kjær Christensen
PhD Student

Jón Sigurdsson
PhD Student

Kristina Bennet Emdal
PhD Student

Stephanie Munk
PhD Student

Tanveer Singh Batth
PhD Student

Rosa Jersie-Christensen
PhD Student 

Moreno Papetti
Research Assistant 

Dorte Bekker-Jensen
Technician

Proteomics and Cell Signaling 
Chunaram Choudhary
Group Leader, Professor

Brian Weinert
Postdoc

Christian Schölz
Postdoc

Petra Beli
Postdoc

Rajat Gupta
Postdoc

Sebastian Wagner
Postdoc

Thomas Wild
Postdoc

Wai Kit Chu
Postdoc

Peter Henriksen
PhD Student

Vytautas Iesmantavicius
PhD Student

Shankha Satpathy
PhD Student

Proteomics Technology Develop-
ment and Application 
Michael Lund Nielsen
Group Leader, Associate Professor

Clifford Young
Postdoc

Christian Toft Madsen
Postdoc

Kathrine Beck Sylvestersen
Postdoc

Rita Martello 
Postdoc

Stephanie Jungmichel
Postdoc

Jon Wriedt Poulsen
PhD Student

Sara Charlotte Larsen
Research Assistant 

Troels Mygind Poulsen
PhD Student

Zacharias Damholt
Master Student

Heidi Grell
Technician

Maria Vistrup Madsen
Laboratory Assistant

Center administration 
Peter Dyrsting
Head of Administration

Anatoliy Dmytriyev
Head of Systems Administration

Sorin Andersen Daescu
IT Support

Gitte Thorvil
IT Engineer

Camilla Johansson
HR Consultant

Mette Efland
Personnel Administration Assistant

Ivan Jensen
Laboratory Attendee

Johannes Ali Klint
Laboratory Support

Olivier Bitterlin
Laboratory Engineer

Lotte Skipper
Information Officer

Bente Larsen Jensen
Purchase Coordinator 

Anni Thomsen
Research Coordinator

Nanna Rønbjerg Christoffersen
Research Coordinator

Tracy Davis
Service Assistant
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Publications

The list includes papers published in 2013 or published online ahead of print in 2013. Papers mentioned in the 
annual report as in press are defined as 2014-publications and are thus not listed here.

1. Absalom, NL, Quek, G, Lewis, TM, Qudah, T, von Arenstorff, I, Ambrus, JI, Harpsøe, K, Karim, N, Balle, T, McLeod, 
MD & Chebib, M 2013, ‘Covalent Trapping of Methyllycaconitine at the α4-α4 Interface of the α4β2 Nicotinic Ace-
tylcholine Receptor: ANTAGONIST BINDING SITE AND MODE OF RECEPTOR INHIBITION REVEALED‘ The Journal of 
Biological Chemistry, vol 288, no. 37, pp. 26521-32., http://dx.doi.org/10.1074/jbc.M113.475053 

2. Altmeyer, M & Lukas, J 2013, ‘Guarding against Collateral Damage during Chromatin Transactions’ Cell, vol 
153, no. 7, pp. 1431-4., http://dx.doi.org/10.1016/j.cell.2013.05.044 

3. Altmeyer, M, Toledo Lazaro, LI, Gudjonsson, T, Grøfte, M, Rask, M-B, Lukas, C, Akimov, V, Blagoev, B, Bartek, J & 
Lukas, J 2013, ‘The Chromatin Scaffold Protein SAFB1 Renders Chromatin Permissive for DNA Damage Signaling’ 
Molecular Cell, vol 52., http://dx.doi.org/10.1016/j.molcel.2013.08.025 

4. Altmeyer, M & Lukas, J 2013, ‘To spread or not to spread - chromatin modifications in response to DNA 
damage’ Current Opinion in Genetics & Development, vol 23, no. 2, pp. 156-165., http://dx.doi.org/10.1016/j.
gde.2012.11.001  

5. Andresen, CA, Smedegaard, S, Sylvestersen, K, Svensson, C, Iglesias-Gato, D, Cazzamali, G, Nielsen, TK, Nielsen, 
ML & Flores-Morales, A  2013 ‘Protein Interaction screening for the ankyrin repeats and SOCS box (ASB) family 
identify Asb11 as a novel ER resident ubiquitin ligases’ The Journal of Biological Chemistry’, vol 289, pp. 2043-2054 
(Epub 2013/12/11), http://dx.doi: 10.1074/jbc.M113.534602 

6. Audouze, KML, Brunak, S & Grandjean, P 2013, ‘A computational approach to chemical etiologies of diabetes’ 
Scientific Reports, vol 3, 2712, pp. 2712., http://dx.doi.org/10.1038/srep02712 

7. Bager, RJ, Persson, G, Nesta, B, Soriani, M, Serino, L, Jeppsson, M, Nielsen TK & Bojesen, AM 2013 ‘Outer mem-
brane vesicles reflects environmental cues in Gallibacterium anatis’ Veterinary Microbiology, vol. 167, pp. 565-572, 
http://dx.doi.org/10.1016/j.vetmic.2013.09.005 

8. Belling, KC, Nielsen, HB, Brunak, S, Tanaka, M, Dalgaard, MD, Nielsen, JE, Almstrup, K & Leffers, H 2013, ‘Tran-
scriptome profiling of mice testes following low dose irradiation’ Reproductive Biology and Endocrinology, vol 11, 
no. 1, 50., http://dx.doi.org/10.1186/1477-7827-11-50 

9. Bennetzen, M, Andersen, JS, Lasen, DH, Dinant, C, Watanabe, S, Bartek, J & Lukas, J 2013, ‘Acetylation dynam-
ics of human nuclear proteins during the ionizing radiation-induced DNA damage response’ Cell Cycle, vol 12, no. 
11, pp. 1688-1695., http://dx.doi.org/10.4161/cc.24758 

10. Bentin, T & Nielsen, ML 2013, ‘RNA-DNA sequence differences spell genetic code ambiguities’ Artificial DNA, 
vol 2, no. 3, pp. 69-70. 

11. Biebricher, A, Hirano, S, Enzlin, J, Wiechens, N, Streicher, W, Huttner, D, Wang, LH-C, Nigg, E, Owen-Hughes, T, 
Liu, Y, Peterman, E, Wuite, G & Hickson, I 2013, ‘PICH: A DNA Translocase Specially Adapted for Processing An-
aphase Bridge DNA’ Molecular Cell, vol 51, no. 5, pp. 691-701., http://dx.doi.org/10.1016/j.molcel.2013.07.016 

12. Blair, DR, Lyttle, CS, Mortensen, JM, Bearden, CF, Boeck Jensen, A, Khiabanian, H, Melamed, R, Rabadan, R, 
Bernstam, EV, Brunak, S, Jensen, LJ, Nicolae, D, Shah, NH, Grossman, RL, Cox, NJ, White, KP & Rzhetsky, A 2013, ‘A 
nondegenerate code of deleterious variants in mendelian Loci contributes to complex disease risk’ Cell, vol 155, 
no. 1, pp. 70-80., http://dx.doi.org/10.1016/j.cell.2013.08.030 

13. Boersema, PJ, Geiger, T, Wiśniewski, JR & Mann, M 2013, ‘Quantification of the N-glycosylated secretome by 
super-SILAC during breast cancer progression and in human blood Samples’ Molecular & Cellular Proteomics, vol 
12, no. 1, pp. 158-171., http://dx.doi.org/10.1074/mcp.M112.023614 
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14. Börnigen, D, Pers, TH, Thorrez, L, Huttenhower, C, Moreau, Y & Brunak, S 2013, ‘Concordance of gene expres-
sion in human protein complexes reveals tissue specificity and pathology’ Nucleic Acids Research, vol 41, no. 18, 
pp. e171., http://dx.doi.org/10.1093/nar/gkt661 

15. Callen, E, Wong, N, Chen, H-T, Faryabi, RB, Polato, F, Santos, M, Nussenzweig, A, Kruhlak, MJ, Di Virgilio, M, 
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21. Eberl, HC, Mann, M, Spruijt, CG, Vermeulen, M & Kelstrup, CD 2013, ‘A Map of General and Specialized Chro-
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368-378., http://dx.doi.org/10.1016/j.molcel.2012.10.026 
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