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Staff

A comprehensive list of all employees and affiliated personnel at CPR during 2013, organized by research program and
group. The list also includes employees that left or joined CPR in 2013.

Disease Mechanism Biology
Program

Jiri Lukas

Program Director

Chromosome Stability
and Dynamics

Jiri Lukas

Group Leader, Professor

Claudia Lukas
Associate Professor

Dorthe Helena Larsen
Postdoc

Kai Neelsen
Postdoc

Luis Toledo Lazaro
Postdoc

Matthias Altmeyer
Postdoc

Ronni Sglvhgj Pedersen
PhD Student

Thorkell Gudjénsson
PhD Student

Maj-Britt Druedahl Rask
Technician

Merete Grofte
Technician

Andreas Willems
Laboratory Assistant

Chromatin Structure

and Function

Jeremy Austin Daniel

Group Leader, Associate Professor

Andreas Mund
Postdoc

Su Dan
Postdoc

Linda Starnes
Postdoc

Laura Pikkupeura
Master Student

Rebeca Soria Romero
Technician

Mette Flinck
Laboratory Assistant

Mitotic Mechanisms and
Regulation

Jakob Nilsson

Group Leader, Associate Professor

Daniel Geoffrey Hayward
Postdoc

Thomas Kruse
Postdoc

Garry Gray Sedgwick
Postdoc

Gang Zhang
Postdoc

Tiziana Lischetti
Postdoc

Julie Schou
PhD Student

Marie Sofie YooLarsen
PhD Student

Jamin Hein
PhD Student

Stephanié Holstein-Rathlou
Laboratory Assistant

Ida Marie Boisen
Laboratory Assistant

Molecular Endocrinology
Amilcar Flores-Morales
Group Leader, Professor

Diego Iglesias-Gato
Postdoc

Indranil Paul
Postdoc

Kim Hjorth-Jensen
Postdoc

Charlotte Svensson
PhD Student

Anne-Sophie Fenger
Bachelor Student

Matilde Hyldig
Laboratory Assistant

Ubiquitin Signaling
Niels Mailand
Group Leader, Professor

Tina Thorslund
Associate Professor

Mads Gyrd-Hansen
Associate Professor

Simon Bekker-Jensen
Associate Professor

Berthe Fiil
Postdoc

Lou Klitgaard Povlsen
Postdoc

Sara Lund Poulsen
Postdoc

Godelieve Smeenk
Postdoc

Petra Schwertman
Postdoc

lan Gibbs-Seymour
Postdoc

Yasuyoshi Oka
Postdoc

Anita Ripplinger
PhD Student

Anna Mosbech
PhD Student

Bine Hare Villumsen
PhD Student



Maria Poulsen
PhD Student

Maxim Tollenaere
PhD Student

Rebecca Kring Hansen
PhD Student

Rune Busk Damgaard
PhD Student

Saskia Hoffmann
PhD Student

Stine Smedegaard
PhD Student

Louise Aagaard Nilausen
Master Student

Rikke Hagh
Bachelor Student

Christina Rde Hansen
Laboratory Assistant

Protein Science Facility
Mats Wikstrém
Group Leader, Associate Professor

Werner Streicher
Academic Coordinator

Giuseppe Cazzamali
Academic Coordinator

Tobias Gustavsson
Academic Coordinator

Tine Kragh Nielsen
Academic Coordinator

Irina Pozdnyakova
Academic Research Technician

Diana Huttner
Postdoc

Jesper Langholm Jensen
Postdoc

Magdalena Wiesniewska
Postdoc

Andrea Lages Lino Vala
Postdoc

Stefan Kol
Postdoc

Carl Diehl
Postdoc

Ganesha Pandian Pitchai
PhD Student

Anne Sofie Wanscher
PhD Student

Sofia Moller
Master Student

Diana Skousborg Larsen
Technician

Havva Koc
Technician

Mia Funk Nielsen
Technician

Tasja Ebersole
Technician

Khalid Pardes
Technician

Christina Lenhard
Technician

Marina Jeppsson
Technician

Michael Ross Williamson
Technician

Mille Egeberg Ottosen
Laboratory Assistant

Protein Imaging Facility
Jutta Maria Bulkescher
Technical Assistant

Disease Systems Biology
Program

Seren Brunak

Program Director, Professor

Translational Disease Systems
Biology

Seren Brunak

Group Leader, Professor

Pope Mosely
Professor

Thomas Blicher
Associate Professor

Thomas Frimurer
Associate Professor

Anders Boeck Jensen
Postdoc

Kasper Harpsge
Postdoc

Peter Bjgdstrup Jensen
Postdoc

Sabrina Gade Ellesge
PhD Student

Christian Simon
PhD Student

Kalliopi Tsafou
PhD Student

Michael Lickmann
Master Student

Isa Kirk
Research Assistant

Andreas Bok Andersen
Research Assistant

Piotr Dworzynski

IT Programmer

Cellular Network Biology
Lars Juhl Jensen
Group Leader, Professor

Sune Pletscher-Frankild
Assistant Professor

Heiko Horn
Postdoc

Jan Refsgaard Nielsen
PhD Student

Alberto Santos Delgado
PhD Student
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Proteomics Program
Matthias Mann
Program Director, Professor

Mass Spectrometry for
Quantitative Proteomics
Jesper Velgaard Olsen,
Group Leader, Professor

Alicia Lundby
Postdoc

Chiara Francavilla
Postdoc

Christian Kelstrup
Postdoc

Louise Knudsen
Postdoc

Louise von Stechow
Postdoc

Omid Hekmat
Postdoc

Ida Kjaer Christensen
PhD Student

Jon Sigurdsson
PhD Student

Kristina Bennet Emdal
PhD Student

Stephanie Munk
PhD Student

Tanveer Singh Batth
PhD Student

Rosa Jersie-Christensen
PhD Student

Moreno Papetti
Research Assistant

Dorte Bekker-Jensen
Technician

Proteomics and Cell Signaling
Chunaram Choudhary
Group Leader, Professor

Brian Weinert
Postdoc

Christian Scholz
Postdoc

Petra Beli
Postdoc

Rajat Gupta
Postdoc

Sebastian Wagner
Postdoc

Thomas Wild
Postdoc

Wai Kit Chu
Postdoc

Peter Henriksen
PhD Student

Vytautas lesmantavicius
PhD Student

Shankha Satpathy
PhD Student

Proteomics Technology Develop-
ment and Application

Michael Lund Nielsen

Group Leader, Associate Professor

Clifford Young
Postdoc

Christian Toft Madsen
Postdoc

Kathrine Beck Sylvestersen
Postdoc

Rita Martello
Postdoc

Stephanie Jungmichel
Postdoc

Jon Wriedt Poulsen
PhD Student

Sara Charlotte Larsen
Research Assistant

Troels Mygind Poulsen
PhD Student

Zacharias Damholt
Master Student

Heidi Grell
Technician

Maria Vistrup Madsen
Laboratory Assistant

Center administration
Peter Dyrsting
Head of Administration

Anatoliy Dmytriyev
Head of Systems Administration

Sorin Andersen Daescu
IT Support

Gitte Thorvil
IT Engineer

Camilla Johansson
HR Consultant

Mette Efland
Personnel Administration Assistant

Ivan Jensen
Laboratory Attendee

Johannes Ali Klint
Laboratory Support

Olivier Bitterlin
Laboratory Engineer

Lotte Skipper
Information Officer

Bente Larsen Jensen
Purchase Coordinator

Anni Thomsen
Research Coordinator

Nanna Renbjerg Christoffersen
Research Coordinator

Tracy Davis
Service Assistant
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Publications

The list includes papers published in 2013 or published online ahead of print in 2013. Papers mentioned in the
annual report as in press are defined as 2014-publications and are thus not listed here.
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